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Truncation of E2 TM domain 
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b. core specific iFN-y ELISPOT 
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IFN-r ELISPOT Assay 
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FIG. 17 
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FIG. 18 

T cell Proliferative response 

2 weeks after rAd boost 
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FIG. 19 

Measuring amount of HCV virus by quantitative RT-PCR 
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Amino acid sequence of 
core peptide pool 



/Core (43-191) 


No 


Name 


Sequence 


#1 


HCU43-62 


RL&URATKKT SERSQPRGRR. 


#2 


HCU53-72 


SERSQPRGRP. QP IPKARQPE 




HCV63-82 


QP IPKARQPE GRTTOAQPGYP 


#4 


HCU73-92 


GRTT3AQPGYP lOPLYGNEG-LG 


#5 


HCU83-10 2 


TOPLTfGNE&LG- TOAGIOLLSPRG 


#* 


HCU93-112 


T3 AGTOLL 5PRG- 3RP STflGPTDP 


#7 


HCV103-122 


SRPSTOGPTDP RRR3RNLGKV 


2* 


HCU113-132 


KRRSRNLGKV IDTLTCGFAD 


#3 


HCV123-142 


IDTLTCGFAD LMGYIPLUGA 


#10 


HCU133-152 


LKGYIPLUGA PLGGUARALA 


#11 


HCU143-162 


PLGGUARALA HGVRLLEDGU 


#12 


HCU153-172 


HGURLLEDGV NY AT GULP GC 
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Amino acid sequence of E2t peptide pool 



E2t (384-713) 



No 


Name 


Sequence 


No 


Hame 


3e<ju.erLce 


#13 


HCU384-403 


STRUT G GTE G RTTNRFVSIF 


#29 


HCV554-573 


TflMNST&FTKT C&GPPCD IGG 


#14 


HCV404-423 


ASGP3QKIQL UHUNGSTflHIN 


#30 


HCV564-583 


CGGPPCD I&& UGNNTLTCPT 


#13 


HCU414-433 


UNinTGSXJHIir RT ALHCNDSL 


#31 


HCV574-593 


V&NHTLTCPT DCFRKHPEAT 


#16 


HCU424-443 


RTALNCNDSL S S GF I A AL FY 


#32 


HCU584-603 


DCFRKHPEAT YTKCGSGPTflL 


#17 


HCU434-453 


SSGFI AALFY THKFDSSGCP 


#33 


HCV594-613 


YTKCGSGPTflL TPRCMVDYPY 


#16 


HCV444-46 3 


THKFDSSGCP ERKA3CRPID 


#34 


KCV604-623 


TPRCHVDYPY RLTflKYP CT IJT 


#19 


HCU454-473 


ERKASCRPID KFAQGTJGS IT 


#35 


HCV614-633 


RLIflHYPCTIH FTIFKVRHYU 


#20 


HCU464-483 


KFAQ GT3GS IT YAESGGSDQR 


#36 


HCU624-643 


FTIFKVRHYV G&UEHRLDAA 


#21 


HCU474-493 


YAESGG3DQR PYCTflKYAPRQ 


#37 


HCU634-653 


GGUEHRLDAA CNTflTRGERCD 


#22 


HCU484-503 


PYCT0HYAPRQ CGIUPA3QUC 


#38 


HCV644-663 


CNTflTRGERCD LEDRDRSEL3 


#20 


HCU494-513 


CGIUPASQVC GPVYCFTPSP 


#39 


HCU654-673 


LEDRDRSELS PLLL3TTET0Q . 


#24 


HCU504-523 


GPVYCFTPSP UWGTTDRSG 


#40 


HCV664-683 


PLLLSTTETflQ VLPCSFTTLP 


#25 


HCUS14-S33 


UWGTTDRSG APTYTTJGENE 


#41 


HCV674-693 


VLPC3FTTLP ALSTGLIHLH. 


#26 


HCV524r543 


APTYTTflGEUE TDVLLLNKTR 


#42 


HCV684-703 


ALST&LIHLH QNIVHAQHLH 


#27 


HCU5 3 4- 55 3 


TDULLLNMTR PPQANT3FGCT 


#43 


. HCV694-713 


QNIVHAQHLH GUGSAUVSIU 


#28 


HCV544-563 


PPQANTOFGCT Wnr3T GFTXT 
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Amino acid seauence of 
NS3 protease peptide pool 



NS3 protease < 10 29 - 12 11 ) 



#44 


gHCU-1029 


IT AYS Q QTR&LL &C I IT 5LT 


#45 


gHCU-1039 


LL GC I IT 3LT GRDKNQUE GE 


#46 


gHCU-1069 


FL AT CUNG AWT UFHG AGSK 


#47 


gHCU-1073 


WT VFHG AGSKTL AGPKGP IT 


#48 


gHCU-10 83 


TL AGPKGP ITQKYTHVDLDL 


#49 


gHCU-1098 


QHYTNVDLDLU&IOQ APP GSR 


#50 


gHCV-1108 


UGXJQ APP G3RPLTP CT C GS 3 


#51 


gHCU-1113 


PLTP CT C G3 SDLYLVTRHAD 


#52 


gHCU-1128 


DL YLUTRH AD V IPVRRRGD 3 


#53 


gHCU-1138 


U IP VRRRGD SRG3LP CPRP V 


#54 


gHCU-1148 


RG3LP CPRP US YLKGS 3 GGP 


#55 


gHCU-1158 


SYLKGS 3 GGPLL CP S GHAUG 


#56 


gHCU-1168 


LL CP S &HAUG 1 FRAAUCTRG 


#57 


gHCU-1178 


I FRAAVCTRGUAK AUD F IPU 


#58 


gHCU-1188 


U AK AUD F IPUE SHETTHRSP 


#59 


gHCU-1198 


E SHETTHR3PVrFTD»STPP A 
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Amino acid sequence of Helicase peptide pool 



NS3 helicase <1208-1£56> 




No 




Sequence 


No 


Name 


Sequence 


#60 


HCU1208-1227 


UFTDNSTPPA UPQTTQUAHL 


#77 


HCU1458-147 7 


TQTUDFSLDP TFT IDTTTUP 


#61 


HCV71218-1237 


VPQTFQUAHL HAPTG3GKST 


#78 


HCV146 8-1437 


TFTIDTTTVP QDAU3R3QRR 


$62 


HCV1228-1247 


HAPTGSGKST KUPAAYAAQG 


#79 


HCU1478-1497 


QDAU3RSQRR GRTGRGRRGI 


363 


HCV1238-1257 


KUPAAVAAQG VKULULNPSU 


#80 


HCV1488-1507 


GRTGRGRRGI YRFVTP GERP 


#64 


HCU1248-1267 


YKVLVLNPSU AATL G-FGWM 


#81 


HCU149 8-1517 


YRFVTP GERP SGMFDSSULC 


#65 


HCV1258-1277 


AATLGFGUTM- SKAHGIDPNI 


#82 


HCU1518-1537 


ECYDAGCAWY ELTPAETSVR 


#66 


HCV1268-1287 


SKAHGIDPNI RTGURAITTG 


#83 


HCU1528-1547 


ELTPAETSUR LRAYLNTP GL 


#67 


HCU1278-1297 


RTGVRAITTG APITYSTYGK 


#84 


HCU1538-1557 


LRAYLNTP GL PVCQDHLEFW 


#68 


HCV1318-1337 


HSTDSTSILG IGTVLDQAET 


#85 


HCU1548-1567 


PUCQDHLEFXJ ESUFTGLTHI 


#69 


HCU1328-1347 


IGTULDQAET AGARLUULAT 


#86 


HCU1558-1577 


E3UFTGLTHI DAHFLSQTKQ 


#70 


HCU1348-1367 


ATPPGSVTUP HPNIEEUAL3 


#87 


HCV1568-1587 


DAHFL3QTKQ AGDNFPYLUA 


#71 


HCU1358rl377 


HPNIEEUALS HTGEIPFYGK 


#88 


HCU1578-1597 


AGDNFPYLUA YQATUCARAQ 


#■72 


HCU1368-1387 


NT GE IP FYGK AIPIEUIKGG 


#89 


HCU1588-1607 


YQATVCARAQ APPP STflEDQKW 


#73 


HCU1388-1407 


RHLIFCHSKK KSDEL AAKL3 


#90 


HCV1598-1617 


APPP3TflDQMtiJ KCLTRLKPTL 


#74 


HCV1398-1417 


K3DELAAKLS ALGLNAUAYY 


#91 


HCU1608-1627 


KCLTRLKPTL HGPTPLLYRL 


#75 


HCU1408-1427 


ALGLNAUAYY RGLDUSUIPT 


#92 


HCU1618-1637 


HGPTPLLYRL GAUQNEUTLT 


#76 


HCV1418-1437 


RGLDU5UIPT SGDUUVUATD 


#93 


HCU1628-1647 


GAUQNEUTLT HPUTKFIMAC 
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Amino acid sequence of NS5A peptide pool 



NS5A < 19 72-24 li) 


No 


Nam« 


3 e <jvieric e 


No 




Sequ.erk.ee 


#94 


jHCU lS7t 


^^*?TiTT ■DrH7TiTTlTi1TrT^?T TT1 T*K 

D \TtJ KmI^JS-U U WIS W 1 L i UJ-i 1. -L> i Xi 


#113 


gHCV- 2 19 2 


GSPP SL A3 3 3 AS QL S AP 3LK 


#95 


gHCv"*198Z 


UJ1L1 UL 1111 Jxl lULi y JALl<r x\ 


#114 


gHCU-2202 


A3QL3AP 3LK AT CT IHHD 3P 




grti_u ij 


TXiJLQ.SKLLFRLPGUPFFSCQ 


#115 


gHCU-2212 


AT CT IHHD 3PD ADL IE ANLL 


#97 


gHCV-2002 


LP GUP FFS C QRGYKGUURGE 


#116 


gHCU-2222 


D ADL IE ANLLTJRQEM&&N IT 


#98 


gHCU-2012 


RGYK GUTpIR GE G IHQTT CP C G 


#117 


gHCV-2232 


TORQEM&GN ITRUE 3ENKW I 


#99 


gHCV-2022 


GIMQTTCPCGAQ IAGHUKNG 


#118 


gHCU-2242 


RUE SENKVU ILD 3 FEP IR AE 


#100 


gHCU-2042 


SMRIUGPRTCSNTTflHGTFPI 


#119 


gHCU-22 52 


LDSFEP IRAEEDEREUSUPA 


#101 


gHCV-2052 


SNTTUHG-T FP INAYTT GP C 3P 


#120 


gHCV-2262 


EDEREVSUPAE ILRRSRKFP 


#102 


gHCU-20 62 


NAYTT GP C 3P 3P APNYSRAL 


#121 


gHCU-2272 


E ILRRSRKFP A AMP ITJARPD 


#103 


gHCU-2072 


3P APNYSRALXORUAAEEYUE 


#122 


gHCU-2292 


YNPPLLE SUKDPDYUPPUUH 


#104 


gHCU-2082 


tflRUAAEE YUEVTRUGD FHW 


#123 


gHCU-23 02 


DPDYUPPUUHGCPLPPTKAA 


#105 


gHGV-2092 


UTRUGD FHWT GUTTDNUKC 


#124 


gHCU-2322 


P IPPPRRKRT IULTESTU3S 


#106 


gHCU-2102 


T GVTTDNUKCP C QUP APE FF 


#125 


gHCU-23 32 


IULTE STUS 3 AL AEL ATKT F 


#107 


gHCU-2122 


TELD GVRLHRYAP ACKPLLR 


#126 


gHCU-2342 


AL AEL ATKT F&G3 GSTO A AD S 


#108 


gHCV-2132 


YAP ACKPLLRDEU3 FQU&LN 


#127 


gHCU-2352 


&GS G3UAAD S GT AT APPD QT 


#109 


gHCU-2152 


QYLU&S QLP CEPEPDU AULT 


#128 


gHCU-2372 


3DD GDKE SDUE SYS SHPPLE 


#110 


gHCU-2162 


EPEPD VAULT SMLTDP SH IT 


#129 


gHCU~2382 


E SYS SHPPLE GEP GDPDL 3D 


#111 


gHCU-2172 


SMLTDP 3H IT AET AKRRL AR 


#130 


gHCU-2392 


GEP GDPDL 3D GSTflSTUSEE A 


#112 


gHCV-2182 


AET AKRRL ARG3PP 3L AS 3 3 
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